
GO:0006807
nitrogen compound me...

0.25786
57 / 104

GO:0006810
transport
0.52167
38 / 72

GO:0006811
ion transport

0.08510
15 / 22

GO:0006820
anion transport

0.01891
6 / 6

GO:0008150
biological_process

1.00000
90 / 172

GO:0008152
metabolic process

0.48132
77 / 146

GO:0009058
biosynthetic process

0.00530
58 / 94

GO:0009987
cellular process

0.45594
88 / 167

GO:0034641
cellular nitrogen co...

0.30856
56 / 103

GO:0044237
cellular metabolic p...

0.24649
75 / 139

GO:0044249
cellular biosyntheti...

0.00807
57 / 93

GO:0044271
cellular nitrogen co...

0.01000
51 / 82

GO:0044699
single−organism proc...

0.44156
86 / 163

GO:0044765
single−organism tran...

0.74214
34 / 68

GO:0051179
localization

0.74609
47 / 93

GO:0051234
establishment of loc...

0.60123
41 / 79

GO:0071704
organic substance me...

0.46115
74 / 140

GO:1901576
organic substance bi...

0.00530
58 / 94

GO:1902578
single−organism loca...

0.79764
36 / 73

GO BP DAG analysis



GO:0003674
molecular_function

1.00000
90 / 167

GO:0003824
catalytic activity

0.49975
42 / 77

GO:0004872
receptor activity

0.11180
15 / 22

GO:0005215
transporter activity

0.12763
7 / 9

GO:0005216
ion channel activity

0.14563
5 / 6

GO:0005488
binding
0.41382
87 / 160

GO:0005515
protein binding

0.85678
74 / 141

GO:0015075
ion transmembrane tr...

0.19553
6 / 8

GO:0015267
channel activity

0.14563
5 / 6

GO:0015276
ligand−gated ion cha...

0.08175
4 / 4

GO:0016740
transferase activity

0.37938
24 / 42

GO:0016772
transferase activity...

0.15832
18 / 28

GO:0016779
nucleotidyltransfera...

0.08175
4 / 4

GO:0019899
enzyme binding

0.93290
22 / 48

GO:0019902
phosphatase binding

0.13636
10 / 14

GO:0019903
protein phosphatase ...

0.00956
10 / 11

GO:0022803
passive transmembran...

0.14563
5 / 6

GO:0022834
ligand−gated channel...

0.08175
4 / 4

GO:0022836
gated channel activi...

0.14563
5 / 6

GO:0022838
substrate−specific c...

0.14563
5 / 6

GO:0022857
transmembrane transp...

0.19553
6 / 8

GO:0022891
substrate−specific t...

0.19553
6 / 8

GO:0022892
substrate−specific t...

0.19553
6 / 8

GO:0060089
molecular transducer...

0.11180
15 / 22

GO:0099600
transmembrane recept...

0.05363
14 / 19

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
90 / 172

GO:0005622
intracellular

0.1229
82 / 151

GO:0005623
cell

0.5871
86 / 164

GO:0005737
cytoplasm

0.1450
70 / 127

GO:0005783
endoplasmic reticulu...

0.0327
16 / 22

GO:0012505
endomembrane system

0.5252
27 / 51

GO:0016023
cytoplasmic, membran...

0.1081
17 / 26

GO:0030139
endocytic vesicle

0.0750
6 / 7

GO:0031410
cytoplasmic vesicle

0.1191
18 / 28

GO:0031982
vesicle
0.5984
28 / 54

GO:0031988
membrane−bounded ves...

0.5885
26 / 50

GO:0032991
macromolecular compl...

0.5440
42 / 80

GO:0043226
organelle
0.5433

74 / 141

GO:0043227
membrane−bounded org...

0.5974
71 / 136

GO:0043229
intracellular organe...

0.2403
70 / 129

GO:0043231
intracellular membra...

0.4166
66 / 124

GO:0043234
protein complex

0.4168
42 / 78

GO:0044422
organelle part

0.4305
56 / 105

GO:0044424
intracellular part

0.1823
80 / 148

GO:0044432
endoplasmic reticulu...

0.0742
11 / 15

GO:0044444
cytoplasmic part

0.3629
55 / 102

GO:0044446
intracellular organe...

0.4897
55 / 104

GO:0044464
cell part
0.5871

86 / 164

GO:0061695
transferase complex,...

0.0671
8 / 10

GO:1902494
catalytic complex

0.1664
13 / 20

GO:1990234
transferase complex

0.2781
10 / 16

GO CC DAG analysis


